Sampling strategies for natural Toona ciliata populations.
The genetic diversity and spatial autocorrelation of Toona ciliata populations were analyzed with eight microsatellite markers to determine an appropriate sampling strategy for the effective conservation of natural T. ciliata populations. The average number of alleles and effective number of alleles were 6.1 and 2.7, respectively. The mean expected heterozygosity was 0.6006. Overall, 96.6% of the genetic variation existed in two natural populations, which was concluded from the coefficient of genetic differentiation (FST = 0.1854). Therefore, two natural populations were selected for conservation and sampling. The mean effective number of alleles and expected heterozygosity increased with increasing sample number. The mean expected heterozygosity tended to be stable when the sampling number exceeded 30. The maximum value of expected heterozygosity was 0.4770 when the sampling number was 45. Therefore, 45 sampled individuals were sufficient for conservation and sampling. Similarity relationships existed between individuals within 240 m. There were marked differences among individuals over 240 m away. The distance between individuals exceeded 240 m when natural populations were sampled.